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7/1/96-6/30/00

4/1/00—

Associate Director, Stanford Medical Scientist Training Program,
Stanford University; Stanford, California
Director, Stanford Biomedical Informatics Training Program

ACADEMIC APPOINTMENTS:
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1/1/93-4/30/99
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1998
1998

1998
1998
2000
2005

2009
2009
2010
2014
2014
2014

MEMBERSHIPS:
1987-
1991- 1993
1992- 2000
1992-
1992-
1992-
1993-
1993-
1993-
1994-
1995- 1996
1995-2010
1996-
1997-
1997-2001
2003-

2007

Stanford School of Medicine Hume Faculty Scholar

Western Society for Clinical Investigation, Young Investigator
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Fellow, American College of Physicians

Fellow, American College of Medical Informatics
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Teaching
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American Association for Artificial Intelligence (AAAI)
Biomatrix Society
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Physicians for a National Health Program

California Physician’s Alliance

Association for Computing Machinery
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Institute of Electrical and Electronic Engineers (IEEE)
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Society for General Internal Medicine (SGIM)

American Society for Clinical Pharmacology and Therapeutics
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American Institute for Medical and Biological Engineering

RESEARCH INTERESTS:
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Biomedical Informatics

Pharmacogenomics

Physics-based simulation

Functional genomics

Structural genomics

Probabilistic representations of molecular structure
Analysis of the biomedical literature

High performance computing
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COMMITTEES, BOARDS, AND CONSULTANTSHIPS:

1991
1991-1992

1991-

1992-1998
1992-2001

1993-1997

1993-1997
1993-1994

1993-1994

1994-1995

1995-1997
1995-1997

1995-1997
1995-1997
1995-1998
1995-1997

1996-
1996

1997

1997
1997

1997- 2005

1997-2000

1997-1998
1998-

1998-
1998-2002

1999-2000

Committee for Residency Training and Clinical Service
Physicians Advisory Committee to Stanford Hospital Information
Systems

Admissions Committee, Stanford Medical Information Sciences
Training Program (now Biomedical Informatics Training Program)
Consultant, Medicus Venture Partners; Menlo Park, California
Admissions Committee, Stanford Medical Scientist Training
Program

Stanford University Department of Medicine Credentials
Committee

Steering Committee, San Diego Supercomputer Center
Organizing Committee, International Symposium on NMR (in
honor of Oleg Jardetzky)

Organizing Committee, Second International Conference on
Intelligent Systems for Molecular Biology; Stanford CA
Organizing Committee, Third International Conference on
Intelligent Systems for Molecular Biology; Cambridge, England
Executive Committee, San Diego Supercomputer Center
University Senate Committee on Computing and Academic
Information Systems

Advisory Committee to Chairman of Department of Medicine
Steering Committee, Intelligent Systems for Molecular Biology
Faculty Senate Committee on Academic Information Systems (C-
ACIS)

President’s Commission on Technology in Teaching and Learning,
Stanford University

Organizing Committee, Pacific Symposium on Biocomputing
LCME Accreditation Project, Library and Computer Resources
Subcommittee & Graduate Education Subcommittee

Organizer, RNA Society Workshop on Online Resources for RNA
Science

Dean’s Task Force on Alumni, Stanford Medical School

Dean’s Task Force on the Future of PhD Education, Stanford
Medical School

Board of Directors, International Society for Computational
Biology

Chairman, Publications Committee, International Society for
Computational Biology

Program Committee, AMIA Fall Symposium, 1998

Editorial Board, Journal of American Medical Informatics
Association

Editorial Board, Bioinformatics

Thrust Leader, Molecular Sciences, NSF NPACI grant to San
Diego Supercomputer Center

Member, National Research Council panel on Internet & Health
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2000-2005
2000-2002
2000-2010

2000

2000-2001
2001-
2003-
2003-2010
2005-2007
2006-
2007-2011
2007-
2008-2015
2008-
2008-
2008-
2009
2009-2011

2011
2012
2012
2013-
2013-2014
2013-2014

2012-
2014-

BIBLIOGRAPHY

Associate Editor, Bioinformatics

President, International Society for Computational Biology
Steering Committee member and Coordinating Committee
member, NIH Pharmacogenetics Research Network.

Review panel, Burroughs Wellcome Functional Genomics
Initiative

Advisor, Cambridge HealthTech Inc. Professional Meetings.
Editorial Board, Pharmacogenetics & Genomics

Associate Editor, Briefings in Bioinformatics

Associate Editor, Genomics

Chair, Stanford Digital Repository Faculty Advisory Committee
Editor, Journal of Biomedical Informatics

Advisor, 23andme, Inc.

Scientific Advisor, Chicago Biomedical Consortium

Editorial Board, BMC Medical Genomics

Editorial Board, Genome Medicine

Associate Editor, PLoS Computational Biology

Member, MIT Biological Engineering Visiting Committee

Ad hoc Advisor, Novartis Pharmaceuticals

Steering Committee, IEEE/ACM Transactions on Computational
Biology and Bioinformatics

Editorial Board, Clinical Pharmacology & Therapeutics
Co-Founder and Scientific Advisor, Personalis Inc.
President-elect, American Society for Clinical Pharmacology and
Therapeutics

Review panel, Burroughs Wellcome Foundation Careers at the
Scientific Interface (CASI) Program

President, American Society for Clinical Pharmacology and
Therapeutics

Chair, Science Board to the Food and Drug Administration
Commissioner

Advisory Committee to NIH Director (ACD), Francis Collins
Vanderbilt University, Biomedical Science Advisory Board
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